dbGaP Study Release Notes db GaP

GENOTYPES and PHENOTYPES

Release Notes for NCI My PART, phs003143.v1.pl
My Pediatric and Adult Rare Tumor (MyPART) Natural History Study of Rare Solid Tumors”

For any questions or comments, please contact: dbgap-help@ncbi.nim.nih.gov.

November 3, 2023 Version 1 Data set release date
2023-11-03
Version 1 Data set release for NCI My PART now available

This release includes phenotype tables and genotype files. Please refer to the latest study
configuration report for a detailed description of each download component.

Consent Code=Consent Group's Title (Consent Group's

Abbreviation) Subjects | Samples

1=General Research Use (GRU) 497 192
Consent Sample Uses Subjects Samples
GRU Seq_DNA_SNP_CNV 113 192

For a description of Sample_Uses terms, please see:
https://www.ncbi.nlm.nih.gov/projects/gap/submission/GetSampleUseTypes.cqi

Subject Sample Telemetry Report (SSTR):
https://www.ncbi.nlm.nih.gov/gap/sstr/report/phs003143.v1. 1

Molecular Data Information

dbGaP QC steps for this release include checks for consistency of subject and sample IDs in
phenotype and genotype components.

1. For samples and markers/platform info, see following components:
a. phg001969.v1.MyPART.sample-info.MULTI.tar.gz
b. phg001969.v1.MyPART.marker-info.MULTI.tar.gz
2. Genotypes or other data are available as various matrix(s) in originally submitted format
(text-formatted mtrx(s) with data for multiple samples):
a. phg001969.v1.MyPART.original_submission_matrixfmt.c1.GRU.tar.gz

Authorized Access (Individual Level Data)

Individual level data are available for download through the dbGaP Authorized Access System
upon approval of the Data Access Request (DAR):

e https://dbgap.ncbi.nim.nih.gov/aa/wga.cgi?login=&page=Iloqgin

Public FTP site (Summary Level Data and Documents)

All data tables, data dictionaries, and documents will be housed under one directory for ease of
downloading. The data_dict filenames have an added study version number (phs#.v#) and deleted
participant set number (p#) from the table accession (pht#.v#). The var_report filenames have an
added study version number (phs#.v#). In the var_report files, variables contain version numbers
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(phv#.v#) and summaries were created for each consent group (c#). These FTP files are available
at:

e https://ftp.ncbi.nlm.nih.gov/dbgap/studies/phs003143/phs003143.v1.p1
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